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Identification of S-Genotypes of Pear Cultivars and Analyses of Nucleotide
Sequences of S-RNase and Sy, -RNase

Zhang Yuyan, Wu Jun, HengW ei, and Zhang Shaoling’
(College of Horticulture, Nanjing Agricultural University, Nanjing, Jiangsu 210095, China)

Abstract: Partial S-RNase genes of pear were anplified and cloned by using a pair of primers (P1 and
P2) based on the conserved regionsC1 and C3 of pear S-RNase structure in six cultivars of unknown S-geon-
types The PCR productswere sequenced and campared in GerBank The S-genotypes of the six tested <elf-
incompatible cultivarswere identified asfollovs * Kuerle Xiangli’ (Pyrus bretschneideri Rehd ) wasS,; Sy,
* Pingguoli’ (P. bretschneideri Rend ) wasS;; S, ¢ TawanMili’ (P. pyrifoliaNakai) wasS;S,, * Hu-
luli" (P canmunisL. ) wasS,S,, ‘ Jingbai’ (P. ussriensisMax ) wasS;Sy,, © Zaoli 18’ (P. ussriensis
Max ) was S,Ss. Ss-RNase and S, -RNase were deposited in GerBank under the accession numbers of
AY562394 and AY876945
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