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Abstract: Podosphaera xanthii (DC. ) VP Gelyuta race 2F caused melon (CucumismeloL. ) powdery
milden was the prevailing race in Beijing The segregation of resistance had been evaluated in F, § population
of the cross betveen the resistant Jgpanese cantaloupe [ Cucumis melo L. sp. melo convar cantalupa
(Pang ) Greh ] line K7-1 and the susceptible Xinjiang Hami melon [CucumismeloL. sf. melo convar
ameri (Pang ) Greh ] line K7-2 The resistance to P. xanthii race 2F in K7-1 was contmolled by one single
dominant Pm-2F gene SR technique had been used for the identification of markers linked to ponvdery mil-
dev resistance Two ecific fragnents QVBR120. ,;, and QVIBR8. o3 were closely linked to Pm-2F gene at a
distanceof 1 M and 3 &M, regpectively The efficiency of GOMBR120. ,,, was about 87.5% in 120 melon
gemplasns Themarkers identified in this expeminentwere closest to Pm-2F gene © date, and the research,
therefore, can be used in melon molecular breeding
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Gelyuta ( Sphaerotheca fuliginea) 11 (M cCreight, 2006)
( , 2005; , 2005) , )
P. xanthii 1 RAPD (Fukino et al , 2001)
ARP (Yustel ishona et al , 2008), 1 2 3 5 QTL
(Perchepied et al , 2005) P. xanthii, 2F (
, 2006)
, P. xanthii 2F (Pm-
2F) , SR Pm-2F ,
SLAR NP )
1
1.1
K7-1 K7-2 K7-1
[CucumismeloL. sp. melo convar cantalupa (Pang ) Greh ] , , ,
K7-2 [CucumnismeloL. s melo convar ameri (Pang ) Greh | ,
) ) K7-2 , K7-1
F, FS , 106
) 120
, 96 —
20 4 (P. xanthii 2F) : 13 ,
107
1.2
1.2.1 DNA
Murry  Tompsn (1980) CTAB DNA
1.2.2 SR
SR 12.54 L DNA 50 ng, dNTPsO.2mmol- L™, MgChL 1.5mmol- L%,
Tag 1.0U, SR 0.2umol- L' SR (Danin-Poleg et al , 2001;
Fazio et al , 2002, Gonzalo et al , 2005) EST (htp:  / /melon. bti. comell. edu)
SR 194 5min; 94 1min, 52 58 1min, 72 2min, 35
;12 10 min; 4
SR 6% ,
1.2.3
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, : 106 RS 120
) , Joimap 3.0 PCR
1.2.4
, 1.5 mL , (20%
, 1mol- L™'LiCl, 10mmol- L * Tris) 24 h, , , diH,0 , 5
ML , SR
Gene-Clean PCR Pranega PGEM -T easy V ecor ,
PCR PCR
1.2.5
R £ES 106 ) 20 , 2 , 10
72 , . 25 28 /18 20
, P. xanthii 2F, 20%x10 - mL’?
12 15d
, 6 0 ;1
\ ;2 \ ,
; , , , ;4 ,
(>2)) =1 (DN =3 (
X ) %100/ ( X 6) , 20 )
60
2
2.1 Pm -2F
K7-1 K72 R KRS 106 ,
K7-1 K72 R 0.00 93.03 3.44, ,
K7-1 P.  xanthii 2F
106 58 48 , 11 X?=0.94<0} 5, =
3.84, K7-1 P. xanthii 2F FE EBS
106 , K7-1 P. xanthii 2F
Pm-2F
2.2 Pm -2F
660 SR , QVMBR120 QVIBRS
, 1 QVIBR120 : 5'-CTGGCCCCCTCCTAAACTAA -3,
5'-CAAAAA GCA TCAAAA TGGTTG-3' QVIBRS8 . 5'-TTTCACTTTTTCCCGC-
CG3', 5'-AA TGGAAAA GGGAA GTGCAA -3’ K7-1 QVIBR120
QVIBRS PCR QVIBR120.,;,, QVIBRS.
K7-2 QVBR120 QVIBRS PCR QVIBR120. 17

AQVIBRS8. 104
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<«— CMBRI20;,

170 bp —e-
bp =— CMBRI20,,

~— CMBRS,,
100bp <— CMBRS,,
1 CMBR120 CM BR8 Fi PCR

M: 30 330 bpmarker, 1, 6: K7-2; 2, 7: K7-1; 3, 8 Fy;
4, 9 ; 5, 10:
Fig 1 Primer CM BR120 CM BR8 amplification n parents F,, resistant and susceptible gene bulk
M: 30- 330 bpmarker; 1, 6: K7-2; 2, 7. K7-1; 3, 8 Fy;
4, 9: Resistant gene pool; 5, 10: Susceptible gene pool

QVMBR120 106 , 58 57 M-
BR120_ .5, 1 QMBR120. 7, QMBR120. 17,
48 47 QVIBR120. 176 ,1 -
BR120. ., , 106 1
2 QVIBR120 FS PCR

1234 567891011121314 1516171819 20212223242526272829 3031 323334353637 3839404142 43444546 474849 505152

2 CM BR120 F S PCR
1. K7-1; 20 K72, 3 522 RS

Fig 2 Primer CM BR120 amplification n F,S; lines
1. K7-1; 20 K7-2; 3-52. F,S lines

Joirmmep 3.0 , OMBR120. 17, Pm-2F
1av,
QVMBR8 106 , 58 , 56
QVIBR8. g , 2 QVBRS. i, ,
48 , 47 CMBRS. , 1

b © 1994-2009 China Academic Journal Electronic Publishing House. All rights reserved. http://www.cnki.net
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QVIBRS8. g , , 106 3
3 QVIBRS8 ES PCR
JOII’mQD 3-0 y O\ABRB_ 98 H‘n-ZF
3,
1234 »7 8 910 111213141516171819 202122232425 262728 29 30 3132 33 34353637 3839 404142 4344 4546 474849505152
- - -4#-— - - s At 4 e e e
“ o - - e P - b m
; - e e
.-
3 CM BR8 F S PCR
1. K7-1; 20 K7-2; 3 52 F, &
Fig 3 Primer CM BR8 amplification n F, S Ines
1. K7-1; 2 K7-2; 3-52: F,S lines
OleRlZO_ 172 OVIBR8_ 08 Pm-2F y
120 (1
QVIBR120 , 107 101 QGMBR120. 17 , 13
4 MBR120. ,7, ,
87.5%
QVIBR8 , 107 79 QVIBRS8._ 1, , 13
4 CMBRS. ) 68. 0%
1
Tablel CM BR120 and CM BR8 marker sassisted selection effieciency n melon germplasns
1%
Phenotype by inoculation Amplified pattern MAS efficiency
Number of
Marker plant /
Phenotype Number of plant Resistant  Susceptisble  R/S ooincidence M ean coincidence
QVBR120 . 17, 120 Resistant 13 4 3 30.7 87.5
QMBR120 . 179 Susceptiable 107 0 101 9.4
CMBRS8 _ g8 120 Resistant 13 4 7 30.7 68.0
QMBRS8_ 104 Susceptiable 107 24 79 77.6
, GVMBR120 (QMBR8 120 ,
L ( 2) b
Saticoy QVIBR120.,,, QOVIBRS8. & ,
K7-1 Tam Uvalde QVIBR8.,,, QM-
BR120. 160, K7-1 , K7-1
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2 CM BR120 CM BR8

Table2 Primer CM BR120 and CM BR8 amplification in melon resistance germplasns

QVIBR120 OVBR8
Na Resistance gemplasn Amplified products by GUBR120 Amplified products by QVUBR8
1 Main stream QVIBR120 . 47, QVIBR8._ 149
2 Saticoy QVIBR120_ 17, QVIBRS . g
3 Turkey variety GVIBR120 . 47, QVIBR8 . 1y
4 1482324-1 GVIBR120 . 47, QVBRS8 _ 149
5 Ogen-OP CQMBR120_ 14 CVBRS8. 1oy
6 Casaba QVBR120 . 17, QVIBRS . 1o
7 Piel de s3po QVIBR120 . 479 QVBRS8_ 14
8 Edisp QVIBR120_ 149 CVBRS. 13, /QVBR8 . g
9 Perlita QVBR120 . 149 CQMBRS8._ g
10 Tam Uvalde QVMBR120_ 149 CMBRS. 139
11 M R-Honeydew QVBR120 . 14y QVBRS8 . 14
12 Honeydew QVBR120 . 14y QVBRS8 . 14
13 M vnger s 339 QMBR120_ 10 QVBRS. ¢
2.3
QVIBR120.,;,, QMBRS8. QVIBR120 ,;,, COVMBRS. o,

QVMBR120. 17, 172 bp, 16 CT QVMIBR120. 179 170 bp, 15

CT , 2 “CT” ( 4

cMBRI20 ., CTGGCCCCCTCCTAAACTAAACACAGACGTCTCAGAACTGCACGACTTTCGTGCAAAGG( 60

CMBRI20 | 60
cMBRI120 ., TTTCAGCTTGCTCTCTATTGCTGGGGTCTCTGGCTTCTGCCAGGTTCTCTCTCTCTCTCT 120
CMBRI20_, — , 120
cMBRI120_, CTCTCTCTCTCTCTCTCTTAAAAGTTAAAATCAACCATTTTGATGCTTTTTG 172

CMBRI120_

4 CM BR120.

172

CM BR120.

170

Fig 4 Multi-alighment of the two ecific fragnentsCM BR120_ ;7, and CM BR120 . ;9

QVIBRS. 9%8bp, 9 CT , QMBR8.y, 102 bp, 11 CT
4 “ CTCT” ( 5)
eMBRs,,  TTTCACTTTTTCCCGCCGCACTTTCCCTCTCTCTCTCTCTCTCT. . . . TICTCTTTCTCT 56
(‘.\[BRS_._L.‘ ctcl 60
CMBRS,,  CTCTCTCTCACTCTTCATGCCCTTGCACTTCCCTTTTCCATT o8
CMBRS_, -
5 CMBR8.gs CMBR8.u

Fig 5 M ultiralighment of the two ecific fragnentsCM BR8. ggand CM BR8 . 104
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3
3.1 K7-1 P. xanthii 2F
(2005)
, (2006) ,
K7-1 P. xanthii
2F (Pm-2F) :
( , 2007)
) 17 ( , 2007)
(MBR120.,,, 120
, 13 4 , 4 K7-1
, 6 160 bp, 6
K7-1, )
3.2
) (2005) RAFD ,
FZ 3
(Perchepied et al , 2005) ARP (Yustedlidwonaetal , 2008) RAPD (Fuki-
no et al , 2001) , 5adv,
RAFD
ARP, SR CAPS,
P.  xanthii 2F , SR Pm-2F
H Q 1
( ’ 2007) F2 % ’
, 1M 3dv, avi -
BR120.,, 120 87.5%,
FZ S ) i
CMBRS8. o , QMBR120. 7, , K7-1

, Pm-2F
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