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Abstract: Eleven Prunus simple ssquence repeat (SR) primer pairs have been used in the molecular
characterization of 30 gpricot (Prunus ameniacal. ) varieties fran suth Xinjiang Uygur A utonamous Region,
China A higher level of genetic diversity was revealed by Nei's gene diversity (He =0.2364). The Gst (Gene
Divergence) of 0.1508 indicated that genetic variation existed mainly within sub-groups (84.9%). Themodest
anount of gene flov (Nm =2. 3666) based on Gstwas disovered Itwasproposed that artificial introduction by
sedswasprobably themainway of gene flov. Consequently, traditional momphological and geographical classifi-
cation can not campletely reflect the genetic relationship betveen goricot varieties native © Xinjiang
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Tablel Theorigin of apricot germplasn native to Xinjiang
SR
Code Gemplasn name Original collection site Sub-group classification SR group
01 Dayouxing Yecheng Kashi
02 Kuikepiman Hetian Hetian
05 2 Luopu?2 L uopu Hetian
06 D aguohuanna Hetian Hetian
07 Pinaizi L uopu Hetian
08 Dayoujia Hetian Hetian
09 Jiagedanayisang Shufu Kasghi
10 Kezilang Keping Kuche
11 Saimaiti Yingjisha Kashi
13 L uopuhongdaike L uopu Hetian
14 M aolaxiao Keping Kuche
15 Suogejianali Shufu Kashi
16 W anjianali Hetian Hetian
18 Kabakeximixi Kuche Kuche
19 Huanna Kashi Kashi
21 Danxing Akesu Kuche
22 Kabakeyuliike Akesu Kuche
25 Dongxing Akesu Kuche
26 Kalayullike Kashi Kashi
27 Cuiyoujianali L uopu Hetian
28 Hongdaike Kuche Kuche
29 Tunaisitan Hetian Hetian
30 Kuerletuoyong Kuerle Kuche
31 Zaodayouxing Hetian Hetian
32 Tuohudikudu Shaya Kuche
34 Aketuoyong Kuche Kuche
36 Sailaikeyulike Kashi Kashi
37 Xiaoshushanggan Kashi Kashi
38 Akeyulike Akesu Kuche
40 Akeximixi Kuche Kuche
1 BPPCT034 30
1, 08

Fig 1 SSR patternsamplified by primer BPPCT034
Na and name of gemplasn available in Table 1, no amplification in 08



4 SR 811
' , 29 11
, 19.6 , 97.9%
(He) 0.1696 0. 3123, 0.2364 ( 2)
2.2
(Gst) 0.0458 0.3304, 0. 1508 , Gst
Gst , 84. 9% ,
15. 08% : Gst Nm 2.3666 ( 2)
2
Table2 Thediversity ndexesand gene flow of apricot native to X njiang
Total
Primer Sanple size  amplified bands(A)  Polymorphic bands(P) R He Gst Nm
Pchgn 23 24 24 100.0 0. 2666 0. 3304 1.0134
Pchgnst 25 38 36 94.7 0. 1696 0. 0978 4.6134
Pchgns$ 25 19 18 94.7 0.1748 0. 1847 2. 2068
UDP96-019 27 25 25 100. 0 0.2776 0. 2096 1.8859
UDP97-402 28 15 15 100.0 0. 1943 0. 0499 9. 5109
UD P98-409 29 28 28 100.0 0. 2652 0. 1456 2.9350
Pchanst 20 8 7 87.5 0.2720 0. 0859 5. 3206
Pchgn<24 30 8 8 100.0 0.2278 0.2710 1. 3451
BPPCT025 30 8 8 100.0 0.2195 0.1014 4.4324
BPPCT034 29 24 24 100.0 0.3123 0. 0458 10. 4278
B PPCT042 20 23 23 100.0 0.2215 0.1372 3. 1440
Mean 26 20 19. 6 97.9 0.2364 0.1508 2. 3666
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! Fig 2 Dendrogram of cluster analysis of 22 apr icot
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4 Na and nane listed in Table 1; a Representing Hetian sub-group;

h Representing Kuche sub-group; ¢ Representing Kashi sub-group.
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