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Abstract: A PCR method using arbitrary oligonucleotide primers and total DNA was employed to analyze
cherry gemplasn polymomphisns Out of 130 primers, 48 10-mer primerswere slected and 8 cherry gecies
and 2 intergecific progenieswere analyzed The phylogenetic analysiswas carried out using tvo distancemar
trix methods and a dendrogran was generated © show the relationships anong ecies and cultivars The re-
aults shawed that therewere 840 amplified loci in total; 23 sveet cherry and 4 ur cherry cultivarswere clus
tered together with 569 and 247 polymorphic loci repectively which accounted for 67. 74% and 29. 40% of
the ttal variation Prunustamentosa T. , P. fruticosa var aucta P and P. humilisB. formed amonophyletic
goup. A close relationship betveen P. pseudocerasus L. and Colt, which fomed another closely related
group, wasobserved while P avium L. , P. cerasusL. and other cherry ecieswere more divergent The
range of genetic distanceswas fran 0. 0623 © 0. 2719 anong Prunus gecies, which were genetically distinct
The topology of the treewas generally in agreementwith taxonomical classification of Prunus The reaults indi-
cated that except sveet cherry’ Hongdeng' variety there were one or more cultivar-pecific RAFD markers in
cherry geciesand cultivars U sing these pecificmarkers, cherry eciesand varieties could be identified and
good characteristics of hybrids could be slected early:
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RAPD pattern amplified by primer OPY 20

, numbers refer o the cultivars listed in Table 1

M: DNA
Fig 1
M: DNA marker, 100 bp DNA ladder
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Fig 2 RAPD pattern amplified by primer O PB07
M: DNA marker, 100 bp DNA ladder , numbers refer o
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Fig 3 Clustering ananlysison phylogenetic relationshipsamong
8 cherry geciesand 2 inter pecific progen ies
Cultivars code listed in Table 1L The numbers are the percentage of
times the monophyletic group occurred in 100 bootstrgp samples
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Tablel Specific RAPD markersof cherry cultivars or accessions
Na Secies belonged V ariety or accession Origin M arker
1 P. avium V alerif Hungary B01-1226, H20-1231, K01-326, K01-1400
2 P. avium Solymari Hungary C13-2631, C13-2977, K01-1333
3 P. avium Hedelfinger Gemany A08-500, D11-325, D11-1023
4 AD13-889, A01-978, A01-1925,
P. avium Utah Giant URA C07-1113, G02-825
5 X AD11-1000, A01-1461, B12-2298,
P. avium Celeste Van x New Star B13-341, G18-2700
6 3 AD11-934, B12-1390, C13-519,
P. avium Gemergdorfer 3 Hungary D02-252, D08-297
7 45 AD11-1971, A01-1700, D08-1095,
P. avium Gemergdorfer 45 Hungary (G06-368, H20-1108
8 P. avium Napoleon Gemany C07-357
9 P. avium Sunburst X Van x Stella A10-830, A01-2222
10 X -
P. avium Hongdeng Napoleon x Governor Wood
11 X D04-673
P. avium Sato Nishiki Governor Wood X Ngpoleon
12 X AO015-291, C07-1113,
P. avium Katalin Gemerdorfer x Podjebrad D04-456, D04-800, H20-1800
13 P. avium Governor W ood , Cleveland, UA  A10-592, B07-1725
14 X C13-2377, K01-592
P. avium L inda Hedelfinger x Gemergdorfer
15 A20-860, A07-663, B17-800, D20-472,
P. avium Hongfeng Yantai, Shandong G16-265, H20-1277, Y20-300
16 3 x AD11-667, A01-675, A01-781,
P. avium M arjit Gemergdorfer 3 xBekescsaba G02-1746, Y20-426
17 P. avium Jaboulay Hungary B01-715, B01-1040, B08-600, G02-925
18 A10-675, A10-1517, AO15-351, D15-2744
P. avium Black Tartarian Russia
19 A10-1718, B13-554, B01-1278,
P. avium Longguan Open-pollinated B lack Tartarian C07-975,D08-465, Y20-254
20 P. avium Leins X Van x Stella D04-300, G16-347, H20-1462
21 Empress Eugenie A09-829, D04-413, G06-472, G16-659
P. avium Van Seedling of Empress Eugenie
22 V160140 B01-2111, D15-925, G02-250, Y20-249
P. avium San Seedling of V160140
23 P. avium Rainier X Bing xVan A19-1200, AH20-1132, (02-397
24 P.mahaleb  C500 Hungary A09-987
25 X A20-425, AD11-731, A101-1145, A 101-2000,
P. cerasus M eteor Korai Pandy x Nagy Angol AQO03-441, D02-1500, D02-1200, G02-635
26 P. cerasus Favorit Hungary A 120-2533
27 A07-1048, K01-1033
P. cerasus U jfehertoi Furios Hungary
28 P. cerasus Kantorjanosi Hungary A08-285, H13-1503
29 X A19-294, AD16-300, D15-550,
P. avium X P. pssudocerasus ~ Colt P. avium X P. pseudocerasus D15-675, D15-1173, D20-850
30 A07-1754, B13-1411, D15-190,
P. psaudocerasus QinlingM anao Foping, Shaanxi D20-790, Y20-1400
31 P. maximawiczii Heiyingteo Benxi, Lisoning B12-805
32 E1-3 A 101552, A09-1627, B07-553, BO7-758,
P. srrulata var. lannesiana Japan C13-300, Gl16-261
33 ( ) Prob X G19-227
P. fruticosa var. aucta P.mabhaleb x P. fruticosa
34 P. humilis L ijiang Ouli Lijiang, Yunnan A 101-750, C15-550, D11-934
35 D11-538
P. tanentosa Foping M aoyingteo Foping, Shaanxi
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