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Abstract: Based on anplified fragnent length polymomphisn (AR_.P) markers, a molecular linkage
map of potato was initially developed by using F, segregating population from the cross betveen the diploid po-
tat parents of 08675-21 and 09901- 01 The genetic mgp included 24 main linkage groups, and the famale-
maps covered 512 dM with an average distance of 6. 83 dV betveen adjacentmarkerswhile themalemagps cov-
ered 578 dM with an average distance of 6. 08 dI betveen adjacent markers
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Fig. 2 The linkage map of population 02018
Markers are showed at the right of each linkage group;
Reoombination distanocs are in Kosambi’s cM and indicated at the left
of each linkage group; Linkage groups LGMa and LGFe are derived
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