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Genetic D iver sity of Chrysaanthenum Cultivar s Revealed by AFL P Analysis
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(1Co||ege of Life Sciences and Institute of Agricultural Biotechology, Henan University, Kaifeng, Henan 475001, Ching
*Nanyang Institute of Technology, Nanyang, Henan 473000, China)

Abstract: The genetic diversity and relationship of 45 chrysanthemum cultivarswere analyzed by ARLP
(Amplified FragnentL ength Polymorphisn) - silver staining protocol A AL P fingermprinting of 45 chrysanthe-
mum cultivarswith ten pairs of E +3/M + 3 primers revealed a total number of 486 unanbiguous bands, of
which 451 were polymorphic and 45. 1 polymorphic bands per pair of primer were produced on average The
polymoiphisn frequency was 92. 80%. This result shoved the abundant diversities of enzyme digestion sites
anong used chrysanthenum cultivars A s analyzed by DPSV3. 01, theNei's genetic distance of 45 chrysanthe-
mum cultivars ranged fran 0. 36000 o 0. 86237, and the average distancewas0. 611185 These chrysanthe-
mum cultivarswere divided into six groups by UPGVA  (unweighted pair group method with arithmetic aver-
age) based on Nei's genetic distances The genetic relationship of 45 chrysanthenum cultivarswas analyzed
using the different coefficient
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(Huang et al , 2000; , 2002 , 2003; Wang,
2003) AR P— , 45
1
1.1
45 ( 1) : 5 : :
7 , 5 ( ) 4 5
, - 70 (1
1
Tablel Origin and namesof chrysaanthenum cultivarsused in this study
Code Cultivar Code Cultivar Code Cultivar
1 Jinfengling 16 Jimmian 31 L dyun
2 Jieolong Sanbian 17 Yaohuang 32 Daguangning
3 Bianliang Tengyun 18 Guanghui 33 Yulong Naohai
4 Hongfeng Tuogui 19 Huangshiba 34 Yulong Xishui
5 Hongmeoci 20 Ergiao 35 Bailingguan
6 Fentuogui 21 L Gyingvu 36 XiyuMantou
7 Dongyun 22 Dadi Chunguang 37 Changshengle
8 Nijinbao 23 W eifang Fenlou 38 Baishiba
9 Zixia Ruiguang 24 Guangdong Huang 39 Mogilin
10 Bainiao Chaofeng 25 Huangshan Yunwu 40 Bianliang Ziyu
11 Juanyun 26 Zhusha Kuilong 41 Yinpan Tuogui
12 Zirong 27 Fushouwvu 42 L Gongzhen
13 Zhuiyu 28 Mokui 43 Ruixue Qinian
14 M eihualu 29 Jinlongzhua a4 Dulihangiu
15 Huangxiangli 30 Xiaollyun 45 Teoranzui
1.2 D NA
( , 2000; , 2002) , DS
DNA , 80ng pL
1.3 AFLP—
AR P- PCR Vos (1995) EcoRI /M sk ,
Vos  (1995) : 7% (
=19 1) ( 7 mol/L) , 3000V 300mA 80
W 0.5h, 3000V 300mA 55W 2.5 h, 1 xTBE
Bassam (1991) 10
1.4
ARP 0 1 “0 ,
1 ( ) 0,
DPS/3. 11 UPGVIA ( , 2002) ,
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2
2.1 AFLP

10 , DNA 486
451 2, E-ACCM -
CTG (62 ), E-ACC/M -CAA (28 ); E-AGGM -CTC
(97.62%) , E-ACCM -CTG (83.87%) 48.6
45.1 92. 80% AFRLP DNA
: : DNA ,
1 EACCM-CTG 45
2 AR P

Table2 TheAFL P amplified result of chrysanthenum cultivars

Primer cambination Total number of ARLP band Polymomphic band

Polymorphisn (%)

E-AGG/M-CAA 41 36 87. 80
E-AGGM-CTG 58 56 96. 55
E-AGG/M-CTC 42 41 97. 62
E-ACC/M-CAA 28 24 85.71
E-ACC/M-CCA 44 42 95. 45
E-ACCM-CTG 62 52 83.87
E-ACC/M-CTC 58 56 96. 55
E-AAGM-CAG 47 44 93. 62
E-AAGM-CAC 51 48 94.12
E-AAG/M-CTG 55 52 94.55

Total 486 451

Average 48.6 45.1 92. 80

M1234567891011121314151617 181920212223 2425262728293031323334 353637 383940414243 4445

872bp—

310 bp—

281 bp—

118 bp—

72 bp—

1 ARLP
1 451 45

(E-ACCM €TG)
ARLP

Fig 1 AFLP fngerprinting patternsof 45 chrysanthenum cultivarsusng primer canbnation E-ACC/M -CTG

Lane 1 - 45 indicate the resultsof AR P carried out fran the 45 chrysanthenum cultivars M: DNA marker.
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Fig 2 The dendrogram of 45 chrysanthenum cultivars basd on AFL P bands using UPGM A cluster analysis
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