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Abstract: The genetic diversity of thirty cultivarsof Prunus avium L. and P. pseudocerasusL indl were
evaluated by 24 pairsof SR primers The am of the study is o reveal the genetic diversity in Cerasus and
help o exploit and make use of the gemplasn of Cerasus The reaults shoved that the Shannon-weaver index
of genetic diversity ranged fram 1. 3647 to 2. 9964 and the Smpon index fran 0. 6111 t© 0. 9326, which indi-
cated that the Cerasus has abundant genetic diversity The molecular clustering shoved sme rules in the geo-
graphical distribution The cultivars used in this study were divided into 2 groups by cluster analysis P. avi-
um L and P. psaudocerasusL indl , which was in agreementwith the traditional taxonomy on Cerasus Moreo-
ver, P. avium L. was aubdivided into 3 subgroups, and P. psaudocerasusL indl into 2 subgroups regective-
Iy The cluster results shoved that the molecular classification of Cerasus in China had sme relativity o the
geogragphic taxonamic systam, which reflected the genetic and territorial character of Cerasus
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SRs (Dirlevanger et al , 2002;
W unsch & Homaza, 2002) ,
RAFD AARP (Strusset al , 2001;
, 2004, , 2005; , 2006) , SR
SR 30 )
1.1
30 ; 10
, 5 ; 20
( 1
1
Tablel Theorignsof thematerals
Na Soecies belonged  Cultivar Origin Na Species belonged Cultivar Origin
1 16
P. avium Summit Canada P. avium Lepins Canada
2 17
P. avium Hongyan Dalian, L iaoning P. avium Néepoleon Gemany
3 18
P. avium Hongdeng Dalian, L isoning P. avium Youyi Ukraine
4 19
P. avium Qianzhaihuang  Tai'an, Shandong P. avium Burlat France
5 20
P. avium Hongfeng Yantai, Shandong P. avium B rooks UA
6 21
P. avium Changbahong Yantai, Shandong P. avium Sweet Heart Canada
7 Star 22
P. avium Canada P. avium Hongmi Dalian, L isoning
8 23 8-106
P. avium Saonishiki Jepan P. avium Dalian, L isoning
9 24
P. avium Moreau France P. avium Qianzhaihong  Tai'an, Shandong
10 25
P. avium Tieton USA P. avium Daihong Tai'an, Shandong
11 26
P. avium Yanyang Canada P. pseudocerasus Laiyang Short  Laiyang, Shandong
12 27
P. avium Rainier URA P. avium Elton UA
13 28
P. avium Uta Giant UA P. avium Van Canada
14 29 X
P. avium Jueze Ukraine P. aviunm xP. pseudocerasus Colt England
15 30
P. avium Early Ruby Ukraine P. avium Yuzhou Ukraine
1.2 DNA

CTAB ( , 2006) DNA, DNA



4 : 873

1.3 PCR
(sam) SR (Aietal , 2007), SR
SR AB I Gene Amp PCR Systan 9700 (20
bL) 10 x PCR buffer 2.0p L, 2.5mmol- L™ &NTPs1.5U4L, M¢Ch (2.5mmol- L") 1.5
ML, 1U TagDNA , SR (5pmol- L") 1ML, 50 100 ng DNA SR
94 5min, 94 45 s, 52 45 s 72 1 min, 28
, 72 7 min (6% , 8mol- L* ) ,
1.4
SR 1 0 (pair smilarity coefficient)
Nei Li , S = 2N,/ (N, + N,), N; , N, N,
i j (Nei & Li, 1979) ,
(UPGQVIA) , Cophenetic values ,
(UPGVIA) ,
SR Shannon-weaver Smpon
Shannon-weaver D H = - iip In p; Smpon (Smp=n in-
dex, D) ) :1—;92
P SR i ;
S SR s ;o i=1 1
2
2.1 SSR
24 SR 30 , 24
SR : (1) 30 205 , SR
3 14 8.5 6 , 3 ; 11
, 14 SR Shannon-weaver 1.3647 2.9964,
1.9963; Smpon 0.6111 0.9326, 0.8148 ( 2)
M 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 £

- vy - - " s : e - -
o
: o S - - = d .
.wu e " - -
1 SSR C37
M. 25 bp DNA marker; 1 27 , 1

Fig 1 Polymorphic electroporesis pattern of special SSR primer SC37
M. 25 bp DNA marker;, 1- 27. The number of materials, see the Table 1
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2 24 SSR

Table2 Genetic diversity index of 24 loci

Locus Alleles D H Locus Alleles D H
1 11 0. 9004 1. 9901 17 7 0. 7494 2.3781
2 9 0. 8455 2.0126 19 6 0.7878 2.0007
3 6 0. 9326 2.0022 20 12 0. 8772 2.9964
4 13 0.8511 1. 5439 22 9 0. 7999 1. 8452
6 3 0. 7964 1. 3647 23 13 0. 7968 1. 7474
7 5 0.8324 1. 9845 24 9 0. 8322 2.2554
9 10 0. 6907 1. 5420 26 5 0. 8105 2.0442
C10 7 0. 8620 1. 9425 29 7 0. 7456 2.1551
11 14 0. 7952 1. 8459 30 10 0.6111 1. 9067
13 4 0. 8624 1. 8993 32 6 0.9023 2. 4908
C14 8 0. 8029 1. 5458 36 9 0. 8053 1.8542
C16 11 0. 8327 2. 1066 37 11 0. 8438 2. 4565
Mean value 8.5 0.8148 1. 9963
2.2 SSR
0. 5249, 0.4800 0.8654, 0. 4978
0. 6841 , 0.9512, ;
0. 8916,
0. 8705,
SR 30 (UPGVIA)
0. 8042, SR
( 2
1
28
11 I-1
7
16
21
8
9
29 [-2
10
12
s 13 I
Z %
w27
A )
* 14
Z 15 -3
30
18
2 | 11
23
4 ||
24
3 1I-2
25 dicp
26
6
0.97 0.84 0.72 0.60 048

LR ¥ Coefficient

2 30 SSR
1 30 , 1
Fig 2 Dendrogram of cluster analysisbased on SSR data of 30 cultivars
1- 30 The number of materials, see the Table 1
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’ 3 - 1 1] Stal' y 6
’ ’ - 2 ’ ’ 1
’ ’ ’ ’ 10 1
-3 , : 4 ;
’ 2 -1 ’ ’
8-106, 4 -2
’ 6 ’
3
\ 30 Shannonweaver 2. 9964,
Smpon 0. 9326, 0. 9512, 0. 3425,
’ ’ DNA ’ ’
24 SR 30

RAFD AHRP RHAHP ,
(Granger et al , 1993; , 2006) RAFD ARP

, (Gerlach & Sbs=r,
1997: Strusset al , 2001) ,

, , (Granger et al , 1993);

3

(Christensen, 1986)

0.5224 0.7116, 0.5887 0.8654,

) , (Granger et al , 1993)
, ( , 2006) (
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