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Genetic Relationship of Same Cultivars of Petunia Hybrids Ushg SRAP
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Abstract: In thispgper, themolecularmarker systan-RAP ( sequence-related anplified polymomphisn)
was firstly gpplied on 58 petunia hybrids genetic relationship research The resultsobtained was as follovs 20
primer pairs slected fran 88 primer pairs anplified 389 polymormphic bandswith an average of 19. 5 polymor-
phic bands per primer pair, and the number of bands anplified by each primer pairwas ranged fran 13 t 40
Moreover, Jaccard's smilarity coefficient ranged from 0. 55 © 0. 87 Fifty-eight cultivars could be divided into
4 groupswhen the genetic distance was 0. 67. The first group mainly included wam oolour serieses and
yellov flower cultivarswere in the seoond group, while cold colour cultivarswere clustered in the third and
fourth group. In addition, thewhite colour cultivarswere clustered in awide range
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bp, 5' 10 bp , CCGG 3 3 ,
, 18 bp, 5' 11 bp , AATT 3
3 , (Li & Quiros, 2001; ,
2007) , RAP
(Ferriol et al , 2003, 2004; , 2005; , 2007, , 2007,
, 2007) , KRAP
1
1.1 D NA
2007—2008 , 58
( 1) CTAB DNA, DNA
1 58

Tablel Nameand resource of 58 cultivars

* *

Na Cultivar Regurce” Na Cultivar Reource”
1 DreamsRaki Red L ace a 30 Prisn Red d
2 Dreans Trout Reda a 31 Hurrah B lue Stripe d
3 DreansRed a 32 Hurrah Pink d
4 DreamsRose Red L ace a 33 Hurrah Rose Red d
5 DreansRose Red a 34 Hurrah Pink Stripe d
6 Dreans Pink a 35 Aladdin Red f
7 Primetime B lue b 36 Aladdin Raki Red f
8 Primetime Red b 37 Aladdin Rose Red f
9 Primetime Scarlet b 38 Frost V elvet f
10 Primetime W hite b 39 Frost Flaning f
11 Primetime Pink b 40 Frost Cherry Red f
12 Primetime Rose Red b 41 Brawo Pink e
13 UltraBlue L ace b 42 BravoW hite e
14 Ultra Red b 43 Bravo Blue e
15 U ltra Pink b 44 Feng Hua Pumple g
16 M irage Spring a 45 Feng HuaW hite g
17 M irage Summer a 46 Feng Hua Rose Red g
18 M irage Pumple a 47 Merlin Red h
19 M irage Blue Lace a 48 Merlin Pink h
20 M irage Rakired L ace a 49 Merlin Cherry Red h
21 Symphonyrose Red c 50 Frost B lue b
22 Symphonyred L ace c 51 Frost Ros Ring b
23 Smphony Red c 52 Double Cascade Roe Red a
24 Symphonyrose Red Lace ¢ 53 Double Cascade Red a
25 Symphony B lue c 54 Super Cascade Red a
26 Prisn Rose Red d 55 Super Cascade B lue a
27 Prisn W hite d 56 Jing Guan Rose Red i
28 Prisn Yellow d 57 Jing Guan Pumple i
29 Prisn Blue d 58 Jing Guan Red i
*: a ; h N ;d ;€
; f ;g ; h .

*: a PanAmerican; h Coldsnith; ¢ Takii; d Floranova, e Syngenta; £ Bodger, g Chifeng Gold Horticulture h Sakata, i Beijing
Institute of Horticulture and Gardening
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1.2 SRAP-PCR

RAP Ferriol ~ (2003)  Budak  (2004) , 8 ME) 11
(EM) 88 5 DNA
, 88 ,
1.3 PCR
PCR B OM ETRA Tgradient PCR ( ) Ferriol (2003)
20U L : 10.7p L, Buffer 3uL, dNTPs2M L (2.5 mmol-
L), 4L (10umol- L), DNA2UL (20ng- L"), rfag 0.3uL (0.075
U-pL™™t) (2007)
(6%)
1.4
(%) = / x 100
(%) = / x 100
Jaccard's , NTSYSpc 2.0 , (UPGVIA)
. S, =al(a+b+c) , a . b i , C j
2
2.1 SRAP
88 , 20 1 ME-7/BM-9
o — S e v = = 58M

1 ME-7/EM9 58 « )
M. pBR322 marker;, 1 58 1
Fig 1 Theamplification result of 58 petun & hybrids by the pr mer pair M E-7/EM -9
M. DNA marker (pBR322); Cultivar number are the sane as Table 1

A rrows shov polymorphic bands

b © 1994-2009 China Academic Journal Electronic Publishing House. All rightsreserved.  http://www.cnki.net
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20 58 DNA FRAP , ( 2 , 13
40 , 20 527 : 389 :
73.8%, 10 32 , 19.5 ,
60.0% 88.9%
2 20
Table2 Thenumber of polymorphic bands generated by 20 primer pairs
1% 1%
Primer pair Name of Total number Number of Polymorphic Number of Distinguished
<erial number  primer pair polymomhic bands  rate distinguishable kind  ability
1 ME-1/BM-1 13 10 76.9 14 24.1
2 ME-1/BM -2 24 19 79.2 39 67.2
3 ME-1/BM-4 21 15 71.4 ivg 81.0
8 ME-1/BM -8 33 26 78.8 57 98.3
9 ME-1/BM-9 16 11 68.8 41 70.7
11 ME-1/BM-11 19 13 68. 4 47 81.0
12 ME-2/BM-1 29 22 75.9 41 70.7
14 ME-2/BM-3 21 14 66.7 33 56.9
16 ME-2/BM-5 25 15 60.0 31 53.4
27 ME-3/BM-5 35 25 71.4 53 91.4
36 ME-4/BM -3 19 14 73.7 47 81.0
37 ME-4/BM -4 23 15 65. 2 36 62.0
59 ME-6/BM-4 38 30 78.9 50 86.2
60 ME-6/BM-5 36 32 88.9 51 87.9
65 ME-6/BM -10 25 22 88.0 54 93.1
66 ME-6/BM-11 23 20 87.0 47 81.0
68 ME-7/BM -2 24 17 70.8 38 65.5
71 ME-7/BM -5 24 15 62.5 31 53.4
75 ME-7/BV -9 39 26 66.7 58 100
77 ME-7/BM-11 40 28 70.0 54 93.1
2.2
KRAP 527 ) 58 )
Jaccard's 0.55 0.87 ,
0.78
0. 67 , 4 ( 2
1 , 45 ;
, 2 : 3 5 ;
8 4
1 1 1
) 3 4
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