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Table 1 The resistance of transgenic Brassica plants to CaMV strain CABB BJI

No. of resistance plants No. of susceptible plants
Species Treatment No. of 1 3 5
plants
Ograde 1grade Total 3 grade 5grade Total

B. avmpestris ssp. pekinensis Transgenic 15 1 6 7 3 5 8
Control 30 0 0 0 0 30 30

B. campestris var. parachinensis Transgenic 10 0 4 4 1 5 6
Control 30 0 0 0 0 30 30

B. avmpestris var. pupurea Transgenic 12 3 3 6 2 4 6
Control 30 0 0 0 0 30 30

B. juncea Transgenic 7 1 6 7 0 0 0
Control 30 0 0 0 0 30 30

B. oleracea var. boirytic Transgenic 8 0 1 1 5 2 7
Control 28 0 0 0 3 25 28

2 1 CaMV CABB BJI

Table 2 The redstance of transgenic Brassica plants of first seKed progeny to CaMV strain CABB- BJI

. . No. of No. of No. of Ratio of resistant to
Species Lines noalating plants  resistant plants  susceptible plants  susceptible plants
( ) 30 0 30 @ 30
B. campestris ssp.  rapifera Inbred line (CK)
B3 385 4 381 L 95
B. campestris ssp. pekinensis BS 343 258 8 31
B6 217 164 53 31
B9 124 94 30 31
Bl1 97 72 25 31
BI2 204 190 14 151
BIS 301 27 A 31
Cl 146 111 35 31
B. campestris var. parachinensis  C2 155 116 39 31
c7 207 157 30 31
9 189 141 48 31
7H1 266 249 17 151
B. campesiris var. pupurea 7H4 108 80 2 31
H5 237 178 59 31
H9 196 49 147 L3
ZH10 254 190 64 31
7H12 117 89 2 31
B. juncan J1 252 190 62 31
12 123 90 33 31
13 176 130 46 31
J4 243 181 62 31
J5 211 160 51 31
J6 196 95 101 L1
17 260 243 17 151
B. oleraceea var.  botrytic H8 93 69 i 31
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Diagnosis and Genetic Analysis of Resistance to Cauliflower Mosaic Virus in
Brassica Crops Which Was Transformed with CaMV Gene VI

Gong Zhenhuil, He Yukez, Song Xianjunl, Zhang Guanghuil, and Zhang Guihua'

( "Horticulture College, Northwest SctTech University of Agriculture and Foresry, Yangling 712100; >Shanghai
Insitute ¢ Plant Physiology, The Chinese Academy of Science, Shangha 200032)

Abstract: The genetically engineered cross protection which was supplied by weak strain Bart 1 gene VI of
cauliflower mosaic vius ( CaMV), and its genetic regulariy were studied with Brassica crops ( Brassica campestnis ssp.
rapjera, B. campestris ssp. pekinensis, B. campesiris var. parachinensis, B. canpesris var. purpurea, B.
Juncea, B. oleracea var. borytic) which were transformed wih CaMV gene VI. The results showed that 48. 08% of
transformed Brassica plants was resistance to Ca\lV strain CABB BJI and 51. 92% of them was susceptble to CallV
CABB BJI. The virus resistant gene ( CaMV Bart 1 gene VI) in 76% of fist selfed progeny presented typically
Mendelian single dominance gene inheritance. The ratio of virus resistant to virus susceptible plants in some of firs
selfed progeny presented nor M endelian inheritance, such as, 151, 1.1, I 3 and L 95.
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