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Fig. 1 The genomic finger prints of 35 tree peony cultivars with different flower cdor amplified with primer S98
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Fig. 2 The dendrogram o RAPD in 35 tree peony cultivars with 7 flower color
(See Fg. 1for variety name)
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RAPD Analysis of Tree Peony Cultivars
Chen Xiangming' , Zheng Quosheng’ , and Zhang Shengwangf
(* Hfei Education Cdlege, Hee 230001; 2| ife Sdence Cdlege, Shandong Agricultural University, Tai’ an 271018)
Abgract : The geromic diversty of thirty-five tree peony cutivars of 7 different flower color were andised by
RAPD. The resuts showed that 337 (80.62 %) polynorphic steswere detected among the tota 418 stes anplified in-
dicating abundant geromic diversty o tree peony cutivars. Smilar resuts were a9 reveded between accessonswithin
the same flower color series, but sgnificant diff erences were observed between diff erent flower color sriesin the order as
Blue series> Yelow > Dark red > Black > White > Green > Red ones based upon the percentage of the polynormphic dtes.
The genetic digance and genetic rdaionships o the accesionswere congructed through unweighted paired group method
with arithmetic averages duder andyss, dl accessonswere grouped into 5 genetic types, o dgnificant corrdaion be-
tween flower oolor series and genetic types were detected except Red flower series.
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