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AR P Analysisd Genetic Rdationshipsd Prunus mume‘ Meiren’ and Reatives

Ming Jun® , Zhang Qixianf , Mao Qingshan® , and Yan Xizolan®
(1Depanrrent d Horticulture, Hubei Agricultural Colege, Jingzhou 434025, China; 2Beijing Forestry University, Bejing 100083,
China; *The Research Center d China Me Flover, Wuhan 430000, China)

Abgract : The dlver-gained AR P analys s was employed to andyse the DNA fingerprints of four cultivars of
Meiren Mel Form, and awild gecies, a Fink Double Form and seven relatives. For 420 loci 6 300 bandings was
cgpable of producing sharp fingerprint patterns with the primer combinations of EACT/ M-CAT, E GA/M-CITC,
EACT/M-CCA, EACT/ M-CAC. NTSYSc 2. 1was used to SAHN Qusering of UPGVIA and acoording to DICE
oodficient , Jaccard codficient and Sple Matching codficient (SM) , clugter andysiswas done. The relaionship
anong the gecies was discussed. The result indicated that Prunus mume* Meiren’ was the nog close to Prunus
mume and Prunus cerasifera’ Hssardii’ |, and digantly related to plum, peach and agpricot , corforming to nompho-
logca clasdfication and breeding record.
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