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Abstract: A genetic linkage map of B rassica rapa was constructed using AH.Pmarkers, basedon aF, -
derived doubled-haploid (DH) populationwith 59 lines Themap consistsof 10 main linkage groups, inclu-
ding 346 A . P markers generated by 63 primer canbinations, and covers708 dM with an average genetic dis-
tance of 2. 0 d\.
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