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Abstract: Genetic DNAsfrom* Shixia® longan (D imocarpus longana Lour ) and its ort line which
oould generate larger fruits containing sveet osnanthus flavour were amplified by RAFD with 160 10 bp single
and mixed randam primers o study the genetic substance change of the sport  Six single and four mixed prim-
erswere screened which could produce stable polymormphic segnents betveen the wo clones 13 out of the total
99 fragnents anplified were distinctive including the loss of a nomal segnent and gppearance of a nav one
The polymomhic fragnents anplified were S71-560, S161-813, Z70-800, etc The difference of amplified
DNA sgnents shoved that the large fruit and sveet osnanthusmutantwas closely related © changesof sme
genetic substances in the gort line Further studying alo shaved that the genotype of the gort could be inher-

ited stablely by way of asexual propagation The polymormphic segnents could be used to forecast the fruit char-
acters of the grafted seedlings from the gort scion
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Tablel The squences of the polymorphic primersand their amplification
Primer . v . .
Nucleotide sequence(5 -3) Total fragnents anplified Polymorphic fragnents
Sl AAA GCTGCGG 9 S71-560
S161 ACCTGGACAC 7 S161-813
S303 TGGCGCAGTG 7 S303-200
304 CCGCTACCGA 12 S304-564, S304-900
S341 CCCGGCATAA 16 S341-1400, 341-1700
S1212 GCGATCGTCGG 13 S1212-1160
Z7(S123 + $10) CCTGATCACC + CCATTCCCCA 9 Z7-700
759 ($426 + A33) GAGACGCACA +AGCGTCACTC 8 759-700, Z59-1000
Z60 (A33 + $465) AGCGTCACTC + CCCCGGTAAC 11 Z60-1470
Z70(S1315 + S1345) CCA GTCCCAA + TCGCTGCGTT 7 Z70-800
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Fig 1 The RAPD profile amplified by the 10 polymorphic primers
Left Single primers Right Double primers P. Control; Y: Sport M: ADNA/EcoR +Hind The same below.
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Fig 2 The RAPD profile amplified by Z70 ( S1315 + S1345)
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Y. Y (Yr Y, 4 . Y3 Y. 3 . Y5  Yei 2 )
Fig 3 The RAPD profile of gport lineand itsmaternal plant
Y, - Yg: Grafted plants (Y,, Y,: Fouryearsold; Ys, Y,: Threeyearsold, Ys, Yg: Two yearsold).
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