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1 RAPD 67
1 BA300 AGCCGTGGAA 8 BA1444 GTAGGCCTCA 328346 TCGTTCCGCA
2BAl GTTTCGCICC 9BA27 GAAACGGGTG 42 S249 CCACATCGGT
3 BA1456 AACGGGCGTC 10BA1448 GGCAGGCAAG 43 8351 ACTCCTGCGA
4BA1455 TTTGCCCCGT 11 BA113 GACGCCACAC 44 813 TTCCCCCGCT
5BA1451 CAATCGGGTC 15 BA32 TCGGCGATAG 48 S505 GACCTAGTGG
6 BA1454 GAACGAGGGT 18 BA442 ACGTAGCGTC 50 896 AGCGTCCTCC
7 BA1155 GAAGGCTCCC 20 BA19 ACCCCCGAAG

PCR 1.5% , 2.5V/cem, GeneRuler 100 bpDNA ~ Marker,
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Fig. 1 Phylogenetic tree based on Nei Li cluster analysis method

1= 5: Varkties of nai; 7— 12: Varieties of plum;

14~ 18: Varieties of peach
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Fig. 2 Phylogenetic tree based on Jaccard cluster analysis method
1- 5: Vareties of nai; 7— 12: Varieies of plum;

14— 18 Varieties of peach
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Fig. 3 RAPD (Random Amplified Polymorphic DNA) banding patterns usng primer 18% (5- ACGTAGCGTC3 )

1-5: varieties of nai; 7— 12 vareties of plum; 14— 18: varieties of peach
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Cultivar Identification of Peach, Plum and Nai and Study on the Genetic Rela-

tionship of Nai ( Prunus) Cultivars by RAPD Analysis

Wu shaohua, Zhang dasheng, Pan dongming, and Lai zhongxiong
( College ¢ Horticulture o Fyian Agricultural and Foresry Unwersity, Fizhou 350002)

Abstract: Some southern cultivars of plum, peach and nai were examined by RAPDs in this assay and dis

cussed the genetic relationships of nai cultivars. Cluster analysis based on similarity coefficients showed that nai was

one of species in Prunus instead of the hybrid between peach and plum, or variety of Prunus. RAPD is a valuable

tool for the identification of specific genotypes and analysis of genetic relationships.
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