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SSR Molecular MarkersLinked tothe Fruit Russet Skin of Pear

SONG Wei WANG Caj—hong* TIANYi-ke TIANWe andYIN Hao
College of Horticulture  Qingdao Agricultural University Qingdao Shandong 266109 China

Abstract With the progenies produced from the cross Pyrus pyrifolia Nakai * Whangkeumbag' x
Pyrus bretschneideri Rehd.! Dangshansu’  the method of bulked segregant analysis BSA  was used
to identify molecular markers linked to the trait of fruit russet skin in pear. Two hundred and eighty one
pairs of SSR primers derived from pear and apple genome were screened. Two SSR markers CHO01c06
and Hi20b03 which linked to russet skin of fruit at a distance of 4.8 cM and 12.0cM respectively were
obtained. This suggests that the gene which determines fruit russet skin be located on LG8 of the pear
consensus genetic map.
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Fig.1 Theamplification results of primer CHO1c06 in contrast gene bulks and several F; individuals
M. DL2000 marker B1. Non-russet skin bulk  B2. Russet skin bulk 1— 12. Non- russet skinindividuals 13— 21. Russet skin individuals.
The arrow indicates polymorphic fragment.
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Fig.2 Theamplification result of primer Hi20b03 in contrast gene bulks and several F; individuals
M. DL2000 marker B1. Non-russet skin bulk  B2. Russet skin bulk  1— 10. Non-russet skin individuals 11— 21. Russet skin individuals.
The arrow indicates polymorphic fragment.

2.3

Joinmap 4.0

0.0 -—CHO01c06
3  CHO1c06
Hi20b03 R, R,
48 cM 120 asllr
cM CHO1c06 R
5cM
3
16.8 “<—Hi20b03
R
H 1992 3 CHO1c06 Hi20b03 Ry
Fig. 3 Geneticlinkage relationship of CHO01c06
Hi20b03 and R; genein pear
R
H

rrHH rrHh  rrhh
RrHH RrHh Rrhh  RRHH RRHh RRhh

13 1992



1328 37

1/8
] 1 1] 1 6 Fl
1991
1] 1 1] 1 154
32 122 13
¥* = 1.463 : ’
RiriRor; ’ FIF s
R iRyrs, Ririror;
ririRors
References

KimD HwangJH ShinYU ShinlS LeeHJ HongSS KangSJ. 2005. Development of molecular markers linked to severa fruit traitsin
orental pear. ActaHort 671 315- 321.

Liebhard R Gianfranceschi L Koller B Ryder CD Tarchini R vandeWegE Gessler C. 2002. Development and characterisation of 140 new
microsatellitesin apple  Malus x domestica Borkh. . Molecular Breeding 10 217- 241.

Liebhard R Koller B Gianfranceschi L Gessler C. 2003. Creating a saturated reference map for the apple  Malus x domestica Borkh.  genome.
Theor Appl Genet 106 1497— 1508.

Shen De-xu. 1992. Fruit tree thremmatology. Beijing China Agriculture Press 261— 262. (in Chinese)

. 1992. . 261- 262.

Shen De-xu Li Zai-long Zheng Shu-qun. 1979. Inheritance of pear fruit appearance. ActaAgriculturae Universities Zhegjiangesis 5(1) 83— 94. (in
Chinese)

. 1979. . 5(1) 83— 94.

Silfverberg-DilworthE Matasci CL vandeWeg W E van Kaauwen M PW Walser M KoddeL P SoglioV Gianfranceschi L Durel CE
CostaF Yamamoto T Koller B Gessler C Patocchi A. 2006. Microsatellite markers spanning the apple  Malus x domestica Borkh. genome.
Tree Genetics& Genomes 2 202- 224.

Tian Yi-ke Wang Cai-hong Zhang Ji-shu Dai Hong-yi Chu Qing-gang. 2003. A RAPD marker of apple columnar gene Co . Acta Botanica
Boreali-OccidentaliaSinica 23 (12) 2176— 2179. (in Chinese)

. 2003. Co RAPD . 23(12) 2176— 2179.

Wang Yu-lin  Wei Wen-dong Li Xiu-gen. 1991. Studies of the trends of inheritance of commercial characteristics of crossed Chinese pear in their
progenies. Journal of Fruit Science 8(2) 75— 82. (in Chinese)

. 1991 ) 8(2) 75 82.

Yamamoto T KimuraT Saito T Kotobuki K MatsutaN Liebhard R Gessler C vande Weg W E  Hayashi T. 2004. Genetic linkage maps
of Japanese and European pear aligned to the apple consensus map. Acta Horticulturae 663 (1) 51— 56.

Yamamato T KimuraT SawamuraY ManabeT Kotobuki K Hayashi T BanY MatsutaN. 2002a Simple sequence repesats or genetic analysis
in pear. Euphytica 124 129- 137.

Yamamato T KimuraT ShodaM BenY Hayashi T MatsutaN. 2002b. Development of microsatellite markers in the Japanese pear  Pyrus
pyrifolia Nakai . Molecular Ecology Notes 2 14— 16.

Yamamoto T KimuraT ShodaM Imai T SaitoT SawamuraY Kotobuki K Hayashi T Matsuta N. 2002c. Genetic linkage maps constructed

by using an interspecific cross between Japanese and European pears. Theor Appl Genet 106 9- 18.



