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A NA-AF P Analysis on Genes Asociated with Vernalization n Vitro n
B rassica campestris s chinensis
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Abstract: Fifteen ESTs as®ciated with vemalization in vitro of Chinese cabbage-pak-choi (B rassica
canpestrisL. s chinensisM akino) were iolated by DNA-AFALP B last results shoved that 12 ESTs down-
regulated by vemalization had high smilarity © genes encoding enzymes inwlved in the disassmilation 3
ESTs upregulated had high smilarity to geneswith positive effect on vernalization, including ribosomal protein
subunit related o the synthesisof priotein or the linkage factor of FAC inwlved in auto flovering pathway, the
wubunit of ATPase, and the subuint of snall-G-protein
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M: Marker, 1: , 25 4d, 3 5 28d, 4
ig 1 Electrophoresisof RNA (A) and dODNA (B) revers transripted fran total RNA of adventitious shoots of
‘ Aljiachuang ZUB97-01AB’ Ineswith different time low temperature treatment
M: Marker, 1, 2, 3, 4 dDNA of unvemalized, 5 4d, 5 28 d and devemalized, regectively.
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Fig 2 Differential expression fragnentsobtained fran dNA-AFL P analysis on different
duration of chill treatments in B rassica cam pestris so  chinensis
Lanes fram left © right unvernalized, 5 4d, 5 28 d vernalized, devermnalized
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2.2 BLAST RT-PCR
NCB | BLAST ( 1) , EST,
1
Tablel The basic character istics of the differential expression fragnents
E
Expression type zorzgenmt L(;?th Sequences of significant alignments I(i?)tltles I\'/:;:’J? E
A4T16V 167 FCA 90. 06 e47
Peculiar © vemalization Arabidopsis thaliana ribosmal protein gene or FCA gene config
A10TOV 186 ATP B 99. 46 4e97
Raphanus sativus chloroplast gene for A TPase beta subunit
A14T5v 192 G- G-protein family gene 22.39 9e09
A5TI12 206 GS. TB33ZB04 86. 36 le41
Deficient after vemalization Arabidopsis thaliana flover buds G3. TFB33ZB04 clone
A5T16-1 318 Cysteine proteinase 90. 25 1e-100
A5T16-2 187 84.44 7e34
Arabidopsis thaliana cell cycle-related protein
A6T16-1 318 Cysteine proteinase 90.31 1e-100
A6T16-2 179 B-1, 4- 99. 33 3e73
Brassica napus gene for endo-1, 4-betaD-glucanase
A6T17-1 215 Putative 26 S proteasome ubunit 90. 19 2e52
A6T17-2 179 B-1, 4- 99. 34 Te74
Brassica napus gene for endo-1, 4-betaD-glucanase
A11T17 173 Nev gene 23.70 6e-06
A11T19 184 87.88 1le29
Avrabidopsis thaliana gene for hisone deacetylase
A12T16 289 86. 03 3e62
Arabidopsis thaliana gene for putative thaumatin protein
A17T17-3 199 Nev gene 11. 56 0.033
A19T7 220 98. 62 lel11
B rassica rapa subg. pekinensis auxin-repressed potein
A6T16-2 A6T17-1 Al1IT17 ACTIN

,

M  AS5T16-1 A5T16-2

M A19T7 Al2T16

Al17T17-3 All1T19 A5T12 A4T16V

M: Marker (

3 Acti RT-PCR
. 501 bp, 404 bp, 331 bp, 242 bp, 190 bp, 147 bp)

5 4d 5 28d 4

Fig 3 Electrophoresisof RT-PCR for Acth and differential fragnents
M: Marker (Up to down: 501 bp, 404 bp, 331 bp, 242 bp, 190 bp, 147 bp).
Lanesof each pair of pimers from left o right unvernalized, 5 4 d, 5 28 d vernalized, devemalized
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