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Abstract: Codaminant-SCAR was developed on the basisof combination of SCAR molecular marker and
Multiplex-PCR. W e usd this nav technique o identify tvelve tomaio NLs The reaults indicated that the
Codaminant-SCAR was characterized by good reproducibility, low cost and time conaming It isuseful for the

MA'S goplication in tomato and other crops
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Tablel Primersand squences

Primers Upstream primer seguences Downstream primer sequences
oS 5'CGCCTTTCACA GAAAACCA T3’ 5ACTTGCAAAA TCAA GGGTCG3’
CARA 5'GTTCTCTCCGCCGTCGTTCG3’ 5ACTTGCAAAA TCAA GGGTCG3’
SCARB 5'TCAGACCCATATGAAGTTGTCA3’ 5ACTTGCAAAA TCAA GGGTCG3'
LARA LARB PCR , 50 ng 2.5p L 10 x PCR buffer 1.0p L
Md" (25mmol- L™') 1.25U TacPNA 0.5M L T0974-2F-138 (10 mmol- L™ ")  T0974-

3R-115 (10mmol- L™ %)
25U L
LARA + SCARB PCR :
LARB (10mmol- L°') 1.0pL

0.54 L TO974R (10 mmol- L~

0.5u L
LCAR-A SCARSB LCAR-A + SLARB PCR
92 1min, 64 1min, 72 2min, 72 8 min,
2
1 CAPS SCARA SCARB
LARA + CARB F
370 bp, E6203 TA1527 : E6203
E6203 270 bp PCR , TA 1527
CAR ; TA 1527
bp PCR , E6203 ,
LARA SCARSB F PCR
TA1527 E6203 LAR
, RALP COS AHRUP
( ) : DNA

AR

') 2.5uL aNTPs (10mmol- L™ 1),

LAR-A (10 mmol- L~

")

(10 mmol- L") 0.5 L,

92 3 min, 40
4
TA1527 E6203 PCR
CAPS PCR
SCARB

, E6203

SCARA TA 1527
TA1527 CAR
E6203 TA1527
270 bp 200 bp,
CAR
CAR

200
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1 500 bp

500 bp
400 bp
300 bp

200 bp

100 bp

1 TA1527 E6203 F, PCR
M: 1, 3, 5 TA1527; 2, 4, 6: E6203; 1, 2: CAPS 3, 4 SCARB + PCR ;
5, 6 SCARA + PCR ; Fii SCAR-A + SCARB + =

Fig 1 Therealt of PCR amplified with different primers
M: 100 bp ladder;, 1, 3, 5. tmato TA1527; 2, 4, 6: tomato E6203; 1, 2: noncleaved CAPS 3, 4: amplified with SCARB +
dovnstream primer; 5, 6: amplified with SCAR-A + downstrean primer; F: amplified with SCAR-A + SCAR-B + downstream primer

02P68 02P79 TA517 12 QS T0974 12
, 02P68 02P69 02P71 02P72  02P75 TA517
, E6203 ¢ oS T0974
CAPS TA517 12
2 Codominant-SCAR TA517 12 ,
TA517 02P68 02P69 02P71 02P72  02P75 , 1 200 bp ,
E6203 02P70 02P73 02P74 02P76 02P77 02P78  02P79 , 1 270 bp
’A\I

16203 TAS17 02P75 02P68 02P69 02P70 02P71 02P72 02P73 02P74 02P76 02P77 02P78 02P79

270 bp

200 bp

2 Codan nant-SCAR  TA517 11
M: 100 bp ; 02P68 02P79: TA517 12
Fig 2 The genetic polynmophisn of 11 sub-NL susing Codam hant-SCAR
M: 100 bp marker, 02P68 - 02P79: 12 N L sof TA517.
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