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#% E: LIE% (Fragaria ananassa Duch.) §Fh ‘Darslect” BIEZYRiX4E, U MS IS AL 5
2, #TRGHANER. AdEEREERETAEZNRBRLZERMFEEREAEE L4, SARGHAH
M, £3BER PPTH 4 KBRS F, RETHNEGGAL N EEMtk. BB ER o #T
Southern Z¥3Z5HHT, KMIB T 235 Hr, *H LEA, BRENERSRBERGEREATF,

X@iR: 58 47, AGAR; [, BEEE; #i

hEDHS: Q785 S668.4 XRKIRIRAG: A XHEHKS: 0513-353X (2003) 03-0322-03

1 BHE. SRS HE

FARIHEN S, Bk, ERREMRERRERBACLERIINIRE! Y, ZRRLUER
WE R, AdEGAANES, KEZEAR, AAERAREKRTE T KE (Hordaun vulgare
L.) MIRRRAERPIEREQEN LEA, SAERAM, REHEREAEMAK, BERERNTIREWEL
WEES), IERD RIS HNIEETITR—&FRE,

Bk B WAL KF LI b N FIEIBAE ( Fragaria ananassa Duch.) BEEFRIE &M Darslect’ . B
BHEMARNFNEE, H 0% ZBEHEFE30s, H0.1% HgClL 57 10 min, BUHEZY, ERBER
2 EATRGAFBESIEIR, BT R BFE pBYS20 BN E 1 iR, LEA, B Act I BB 3F,
Pin2 A& IFF. Bar XE EFHEREE, B CaMV 35S Fl nos 135, &8 PDS-1000 RIEFH A, ¥4 E
DNA S ARHAR MR, BHENAGAERESR 1 ARG, BASHKREN PPT (phosphinothricin) )
EHEEFRE AR, SREAFERSFE E#HTEARER, S EERKEH CaMV 355 # nos ¥
K Gus ER R ARGALR, RAAL¥EEEEN Gus MBI FEE, DNA MI2HIE CTAB
(cetyl trimethyl ammonium bromide) 7347, AMEFAN & (#E, RMB) HRicA) 1.0 kb DNA Altx
12 H) Marker YE#841 134T Southem blot 4347 o

Xho! HindIll EcoRI BamHI Xbal Pstl EcoRl EcoRV

Act1 LEA, pin2 358 Bar nos

1 R pBY520 F it
Fig. 1 Structure of plasmid pBY520

2 GRS
2.1 RMGELNES

WA, HHEEMBIMS+2,4D1.0~4.0 mg/LFl MS+2,4D 1.0~4.0 mg/L +6-BA 0.20 mg/L
BWFEE LN, BRUEEFHAGAR, BRGHALNAAE, KR, HEEREBKERK, HoHF
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WBlik, MATEER “EBHER” HH, MS+6-BA1.0~2.0mg/L+2,4D0.1~0.5 mg/L I MS +
6-BA 1.0~2.0 mg/L+NAA0.1~0.5 mg/LIEFEMRBIFEFHBEAAGAL, BREE 0% L, H
H 6-BA 2.0 mg/L il NAA 0.2 mg/L BE SR, BEFEILFAF 100%,
2.2 LEA, ERERASARRUERGALNIEE

2t RN AGHARME GRRENAEGAHS) 53F 1 AR E LS+ 6-BA 2.0 mg/L + NAA
0.2 mg/L + PPT 10.0 mg/L + FE¥E 30 g/L + Bifig 9 /L SR HEPHAT BT HE S, WELAHR, AR
FHedA) Ess, a3NMAR, 24RKEEE, BHLERBEROEHARAR, MEFHAER
(AL AR) RXTBELH/L. FET,
2.3 HEHKBLEEF

20t 4 W HRIEFEHNFERGES S A MS+6-BA 2.0 mg/L + NAA 0.1 mg/L + CH 500 mg/L +
W30 g/L+ BE 9 g/LEFHEPHITHAR R, A3ARYRERZFS, SHAKNAIEHRE2~3 cm
B /MERE (B2, £ 1)

x1 HULSERZUHE
Table 1 Sumumary of transformation

itk il A NERAGHEARYE BEKER

Transformation  No. of plates of No. of resistant No. of lines
experiment No. calli bombarded  calli selected regenerated
1 10 65 8

2 20 108 15

3 15 84 12

& it Total 45 257 35

2 EEENEEES
Fig. 2 Regenerated plants of transgenic strawberry

$ 20 NEAER 20 MR ASH PPT 5 mg/L (Y LS R P EIRSH TR, 8 MNFFFET,
RAFEFEBERERET. A L, #afgsdZRmE gD M prT) &2
AGAR, BN GESEA SRR EN AR, Bk B3R, PEXHIRRAR
HEZFEN. §i, FEFLARMREIES, MRl e’ ®F, HIEMATEaGHSA, X
sE M AGALSEANHEE, 58 PPT TR AR, KK, RESME DNA 72V L
BEEGBEROAEL, BEBEANIBRPRETRERER, NWEHAEMKEKEX PPT T, &
W, SN DNA WBEVLIRA (DLsgn) FEEME NS EERLIRLAE -ERNREW, AENES AL
BRENREEMNERFE AR, BSHEEITER (gene silence) BRI,

2.4 Gus BEEFIBRRIFRIEFM Southern LR

SR Gus RN LALLM CRIFL) BARBDH#ITRE, MWELR, HILHEH
ARBEE\E, MXBIIEG, XEW Gus HRERCHERARGALS S, FHBBHTHRNERL, R
At RAABRTANEERRRERARM.

WS M REE] 75% ALK B T, 7 1 BERES TR 15 min, FHAMEE B 53K
&, MR BEB RS, EAREKT25IER ODH, 45RINAE 3,

DAL B FEFRIC IR BEIT 43S, Fb I B| T35 H, R LEA, EEWH LB G T EERA
& DNA # (& 4),

HALE N RAGASRETE PPT B 4 IRIF R AW 1 IEHE, BiNL Gus EEEWHITHRN R
ik, Southern ZXAZZE KM LEA, EAERE SR EH LA DNA b, BEIHIMEEREEH FRMRE,
i T Bt — 25 53 A5 ) K 0 0 Jlp b Ak K8 0 LAERIE, BN Northern 2838 . Western Ze3Z Fl— R 5 HIK
5. BNE%E, XESREHTHRMIL EERBE,
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1. FAMERTEE, 2~6. SERMBK, 7. Marker,
Fig. 4 The result of southern blot

1. Negative control, 2 - 6. Transgenic plants, 7. Marker.

B3 SR RR i
Fig. 3 Light spectra of the reaction media
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LEA ; Gene Transferred into Strawberry
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Abstract: Callus of anther from strawbenry ( Fragaria ananassa Duch. Darslect) was induced on MS
medium. Late embryogenesis abundant protein gene, LEA;, from bardey ( Hordeum wulgare L..) was introduced
into strawberry callus by the aid of biolistic-mediated transformation method. After 4 times of PPT selected culture,
resistant calli and regenerated plants were obtained. The hybridization bands were determined in different transgenic
plants by southem blot, and this showed that LEA; gene was integrated into strawberry genome.
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FHLEAFHNATEYERFHTENELSHA, BARL, B3R, BREHE, _ >
NEFE. A BENNEEYEFROEER OB XABM VR EN, Fich KRHE '
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