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flower pod and double flower poad Fig. 2 RAPD amplified patternsfrom the different genotype

1: 9ndeflower pool ; 2: Double flower pool ; M: DNA marker.

2.2

2.3

individual plant o Japanese apricot using the primer OPPO1

1- 10, 21: Double flower gerotype; 11- 20: Snde flower gerotype;

M: DNA merker.
RAFD , : 1899 bp ,
RAFD SCAR SH1 SPH-2
SCAR DNA

5-GTAGCACTCCCAACACATTTGAGCCTAATTCCCAAAAGGCAAAATCTTCTATTAATCATTCTAGCGGCGGTATTTATCACCTTAA
GGAGGAAGATAGTCTCAAAGCTCAATTGGCAACAATGGCTAGGGAAGTTGAAACTCTAAAACCAAAATTGCCTCAAAAAGTTAATTC
AATTGCAAGTCAAGAAATTTTTGAGATTTGTAAAGTTTGCTGGGTCATGGGACATGTAACAAAAGAGTGTCCAAGACTTCCTGCTTT
TAGACAAATGTTGCATGATCAAGCAAACTTTGTGAATCAATTTAAAAAACCATCCACTTTTTCTGAAACTTATAATCCAGGATGGAG
AAACCACCCAAATTTCAGTTGGAGAAATAATACTAATAATAATGTGCCCCAACAAAAATCTAATTCTTTTTATTATTCTCCACAGGT
GGAAGGACGATCATCGTTAACAAATTTGGAAGATGTTATGAAGCAAT TCATACAAAGCCAAAGGCCACAAATGAAAAGAATGCACAA
GACATTGGTGAGATTAAGAGCAGTCTTTCCAAACTCACTTCTTCACTGTCAATTCAAGAAAAGGGTAAATTTCCTTCTCAAGTCCAA
CCTAATCCACATGCACAGTTAGAGGCAACTACCCCTTCTTCTTCTTCTTTGAATGAAAATAAGCATGAATATGTGAAGGCTATCACT
ACTCTTCGTAGTAGAAAAATAATTGGGAAAGATGATTTAGTAACAGTTGAAAATAAAAAGAAT TCAGAAAAATCCAAAAATAATGAA
AAAGAAAATAATGGTTCTGAAATTGTTAAGTGCCCTTTTCCTGCTCCATTCCCACAAGCACTTAAGGCTATAAAGAAAAATCAAAAT
CCTGAAATTTTGGAGGTTTTTAGACAAGTGAAAATCAATATACCTCTTTTGGATGCTATAAAACAAATTCCTTCATATTCAAAATTT
TAAAAGGATTAATGCACTATCAAAAGAAAGCACAATGTTGATAAGACCGCATTTTTAACTGAAAATGTAAGTGCAATTCTTCAAACT
AATACTCCACCCAAGTACAAAGATCCAGGTTGTCCCATATTTCTTGTATTATTGGGAATTTTAGCATTGAACAAGCTTTATTGGATT
TAGGTGCTAGTGTTAATTTGTTGCCTTGCTCGG TTGATAAGCAATTGGGTCTTGGTGAATTAAAACTCACCTCAATAACATTGCAAT
TGGCTGACCGTTTAGTCAAAATCCCAAGAGATATTATCAAATTGAGATTTTATCAGAAGATCAAGAAAGAACAACTTTTACTTGCCC
ATTTGGAACTTTCGCTTTAGATAAATGCCTTTTGGTCTTTGCAATGCACCAACCACATTCCAACGTTGCATGATAAACATATTTAGT
GACATGGTAGAAAAATATTTAGAAGTTTTCATGTATGATATTACTGTGTTTGGTGATTAATTTTCTGATTGTTTATCTAACTTAGAG
AATGTTCTTATCAGGTGTAAAGAGAAAATTTTGGTGCTTAATTGGGAGAAATGCCAATTCATGGTCACATCTGGCATACTACTTGGA
CACATTGTTTCTCACAAAGGAATTGAAGTGGATAAGTCAAAAATTGATTTAATTGCTTATTTTCATATTCCTAAAACTGTTAAAGAA
ATTAGATCTTTTTTAGGACATGTAGGTTTCTACCGGAGATTCATACAAAATTTTAGTGCAATTGCAAGGCCATTGAATAATCTCCTG
GAAAAAGATGCTAAATTTGATTGGAATTATGCATGTCAAGAAGCATTTGAGAAATTGATTAAAATGCTAACATCAACTCCTGTAATG
CAGCCCCCAGATTGGTCTATGCCATTTGAAATAATGTGTGATGCTAGTGATGGTGCTATTGGGGGAGTGCTAC-3

RAPD SCAR

, SP-1: 5-CAAGAGIATGOCAGATGTGACCAT -3

TACAAA GOCAAA GROCACAAATGA -3 DNA FCR

SD2: 5-
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ldentification of RAPD and SCAR Markers L inked to the Snge-double Hower
Gene in Japanese Apricot ( Prunus mume Seb. et Zucc.)

Go zhitong' 2, Han Zhenhai', Zhang Zhen® , and Zhang Yuming’
(* Ingtitute for Horticultural Plant, China Agricultural University, Beijing 100094, China; 2 College d Horticulture, Nanjiing Agri-
cultural University, Nanjing 210095, China)

Abgract : Randomly anplified polynomphic DNA (RAPD) and sequence characterized anplified region
(SCAR) marker were performed to detect markers linked to the snge double flower in Japanese gpricot ( Prunus
mume Jeb. e Zucc.). Primer OPPO1 was i dentified from 34 10-mer primers examined. The fragment was cloned
and sequenced as 1899 base pairs. Acoording to the sequence, one primer pairs were desgned to convert the
RAPD marker to SCAR marker. The length of the anmplified fragment of SCAR marker was 1079 base pairs.
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