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Abstracts: Identification, classification and genetic relationship of 30 litchi germplasms of Hainan island
were measured at the molecular level by random amplified polymorphic DNA ( RAPD) with ten arbitrary
primers of 10 bases. The results revealed that similarity coefficients of most of litchi germplasms were among
55% —80% , which indicated that the genetic relationships between them were closer related. 30 litchi germ-
plasms were divided into 4 groups at the level of the similarity coefficient of 61% . Although a certain correla-
tion with the morphological classification based mainly on the characteristic of tubercles on the ripe fruit skin,
the range of classification by RAPD was more detailed than that of morphological classification. It is concluded
that the traditional morphological classification system can not reflect fully the genetic relationships between li-
tchi germplasms, and need further improvement according to the result by RAPD analysis.
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Table 2 The amplified results of 10 primers
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Primer Total amplified polymorphic ~ The frfequence of
bands bands the primer
OPE-10 6 3 5'CACCAGGTGA 3’
OP1-10 14 8 5'ACAACGCGAG 3’
OPF-05 18 8 5'CCGAATTCCC 3’
OPI-15 13 6 5'TCATCCGAGG 3’
OPF-10 11 5 5'GGAAGCTTGG 3’
OP1-20 15 8 5"AAAGTGCGGC 3’
OPF-20 18 9 5'GGTCTAGAGG 3’
OPO-15 9 4 5S'TGGCGTCCTT 3’
OPH-05 12 3 5’AGTCGTCCCC 3
0PO-20 14 6 5'ACACACGCTG 3’
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Table 1 The origins of lichi germplasm
_ A4 RAPD
55 MELH FRBS goxm s
No. Germplasm name site Morpho. RAPD
classification group
1 BULKEPES 5 Qiongshan 5 QSFI TI
3 B KRB 21 2 Qiongshan 21 QSFI TI
4 BILK R BT 25 5 Qiongshan 25 QSFI TP
6 KFEKFE Dafeng Fengshuang DZGRI  TI
7 1i B ) FE Tunchang Fengshuang DZGRI Tl
8  BULAEF 16 2 Qiongshan 16 QSFI I
10 #i# T & Yulin Dingxiang DZGRlI TI
11 B KERFF 11 5 Qiongshan 11 QSFI TP
12 Bl KR 14 2 Qiongshan 14 QSFI TI

21 BHNKEEF2 5 Qiongshan 2 QSFI TI
13 BFILKEFRF 24 5 Qiongshan 24 QSFI TP

20 #87% Edan DZGRI TI
26 T Feizixiao DZGRI TP
30  FSH8% Yamulong DZGRI TI
22 FLKEFT 9 B Qiongshan 9 QSFI TF
28 &7 Zili DZGRI  TI
25 %5 Baitangying DZGRI  TF
24 .05 Niuxin DZGRI  TF
23 = H4I Sanyuehong DZGRI TF

B 107K B BF 20 5 Qiongshan 20 QSFI TI
B K HER 19 5 Qiongshan 19 QSFI T
T KRBT 17 5 Qiongshan 17 QSFI TI
14 BFLWKEF 12 5 Qiongshan 12 QSFI TP
15 FHILW/KEFr 8 5 Qiongshan 8  QSFI TP
16 BHILKRET 15 5 Qiongshan 15 (QSF1 TI

27 & Qingpi DZGRT TP
17 5 X# Nandao Wuhe DZGRI  TI
18 R%E 9 5 Nongmei 9 DZGRI TP

19 ZHl KRR 27 5 Qiongshan 27 QSFI TP
29  Jg#F Longgiao QSFI TI
T QSFIfRFEBuL KRBT, DZGRI fX iM%\ AT, TP {4
REMIREE, TIRFRARKERSE, TFARAR T FHEE,
Note: QSFI, Qiongshan Fruit Institute; DZGRI, Danzhou Germ-
plasm Resource Institute; TP, Tubercles pointed; TI, Tubercles interme-
diate; TF, Tubercles flattened.
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Fig. 1 RAPD patterns amplified by primer OPF05

No. and name see table 1
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